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Ribosome profiling, also named ribosome footprinting, was first described in 2009 as
a new method to study translation which employs deep sequencing of ribosome-protected
mRNA fragments 1. Mapping of these fragments provides a “snapshot” of all the ribosomes
active in a cell at a specific point. Data obtained with this method show relative rates of protein
synthesis, dynamics of ribosome movement along mRNAs and so provide insights into the
mechanism of translational control.

This work that was supported by the International mobility project @ is focused on
optimization and mastering the ribosomal RNA profiling in the cyanobacterium Synechocystis
PCC 6803. Since there is an apparent connection between regulation of protein translation
and their subsequent assembly into complexes, the optimized method originally developed
for plants B! will be used to identify mechanisms regulating translation and assembly of
Photosystem |l (PSll) proteins. For this purpose, we will compare ribosome profiles in a
number of Synechocystis strains lacking various PSIl subunits and PSIl assembly factors under
different growth conditions (irradiance, temperature). The seminar will present theoretical
basics of the methodology and the first results of its optimization, which is still in progress.
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